
S19	  Fig.	  M4	  and	  BFP	  alignment	  of	  the	  ToxA	  region	  

The	  largest	  M4	  deleted	  region	  (6.9	  kb)	  
has	  occurred	  in	  AT-‐rich	  region	  upstream	  
from	  the	  ToxA	  gene,	  this	  region	  in	  BFP	  
carried	  a	  hypotheDcal	  gene	  
PTRG_04888.	  The	  deleted	  gene	  had	  
significant	  matches	  to	  two	  protein	  
domain	  families,	  glycosyl	  transferase	  
family	  group	  2	  (pfam13632)	  and	  
cellulose	  synthase	  catalyDc	  CESA	  family	  
(cd06423).	  This	  gene	  was	  searched	  in	  
the	  remainder	  of	  the	  M4	  genome	  and	  a	  
M4	  homolog	  (1.1417)	  was	  found	  
upstream	  in	  M4	  (conDg1B:	  
160,434-‐163,312bp)	  with	  99.88%	  amino	  
acid	  idenDty	  to	  PTRG_04888.	  	  
	  


